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<210> 1 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequencing primer that hybridizes to pVPl6 vector 

<400> 1 

gcaagatctt agggatcgat tgg 23 



<210> 2 
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<211> 2231 
<212> DNA 
<213> Mus dunni 



<220> 

<221> CDS 

<222> (264). .(1931) 
<223> 



<400> 2 

cccagctcgg cgctcacccg ggcttccccg ggctggagag cgcgtttgag tgcggccgcc 

cgcagggcat ggagagccgt gtcccgggcg gctgcggcag ccaaggagga tgctccgggg 

gagccgagca ctccgccaga gtgaatgaca tgcacggtgt tgggtgtcct ttctgaaggg 

aggagccttt ctcttggaga ggatcctcga tgagcctggc cgaggcccgg ggtctgtgtg 

aagaggacta aggattaagt agg atg tea act gag aca gaa ctt caa gta get 

Met Ser Thr Glu Thr Glu Leu Gin Val Ala 
15 10 

gtq aaa acc age gcc aag aaa gac tec agg aag aaa ggt cag gat cge 
VaT Lys Thr ser Ala Lys Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg 
15 20 25 

age gaa gcc act ttg ata aag agg ttt aaa gqc gaa ggg gtc egg tac 
Ser Glu Ala Thr Leu He Lys Arg Phe Lys Gly Glu Gly val Arg Tyr 



30 



35 



40 



aaa gee aag ctg att ggg att gat gaa gtg tec gca get egg gga gac 

Lys Ala Lys Leu lie Gly lie Asp Glu val Ser Ala Ala Arg Gly Asp 

45 50 55 

aag tta tgt caa gat tec atg atg aag etc aag ggt gtt gtt get ggc 

Lys Leu Cys Gin Asp Ser Met Met Lys Leu Lys Gly val val Ala Gly 



60 



65 



70 



gca cgt tec aag gga gaa eac aaa cag aaa ate ttt tta acc ate tec 

Ala Arg Ser Lys Gly Glu His Lys Gin Lys lie Phe Leu Thr lie ser 

75 80 85 90 

ttt gga gga ate aaa ate ttt gat gag aag acg ggg gee ctt cag cat 

Phe Gly Gly lie Lys lie Phe Asp Glu Lys Thr Gly Ala Leu Gin His 



95 



100 



105 



eac eat get gtt cat gaa att tee tac att gcg aag gac ate aca gat 

His His Ala val His Glu lie ser Tyr lie Ala Lys Asp lie Thr Asp 

110 115 120 

eat egg get ttc gga tac gtt tgc ggg aag gaa ggg aat cac aga ttt 

His Arg Ala Phe Gly Tyr Val Cys Gly Lys Glu Gly Asn His Arg Phe 



125 



130 
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135 



60 
120 
180 
240 
293 

341 

389 

437 

485 

533 

581 

629 

677 
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gtq gcc ate aaa aca gcc cag gcg get gaa cct gtt ate ctg gac ttg 725 
vaT Ala lie Lys Thr Ala Gin Ala Ala Glu Pro val lie Leu Asp Leu 
140 145 150 

aga gat etc ttt eaa etc ate tat gag ctg aag caa aga gaa gaa ttg 773 
Arg Asp Leu Phe Gin Leu lie Tyr Glu Leu Lys Gin Arg Glu Glu Leu 
155 160 165 170 

gaa aaa aag gea caa aag gat aag cag tgt gaa caa get gtq tac cag 821 
Glu Lys Lys Ala Gin Lys Asp Lys Gin cys Glu Gin Ala VaT Tyr Gin 
175 180 185 

ace att ttg gaa gag gat gtq gaa gat ecc gtq tac cag tac att gtq 869 
Thr lie Leu Glu Glu Asp val Glu Asp Pro val Tyr Gin Tyr lie val 
190 195 200 

ttt gag get gqa eat gag cca ate egt gat cct gaa aca gaa gag aac 917 
Phe Glu Ala Gly His Glu Pro lie Arg Asp Pro Glu Thr Glu Glu Asn 
205 210 215 

att tac cag gtt ecc ace age caa aag aag gaa gqt gtt tat gat gtq 965 
lie Tyr Gin Val Pro Thr Ser Gin Lys Lys Glu gTv val Tvr asd val 
220 225 230 

cca aaa agt eaa cct gta agt get gtq ace caa tta gaa ett ttt gqa 
Pro Lys Ser Gin Pro Val Ser Ala Val Thr Gin Leu Glu Leu Phe Gly 
235 240 245 250 

gac atg tec ace cct cct gat ata ace tet ecc cct act cct gea ace 1061 
Asp Met Ser Thr pro Pro Asp lie Thr Ser Pro Pro Thr Pro Ala Thr 
255 260 265 

cca gqt gat gcc ttt etc ccg teg teg tec cag aeg ett ccg gqg agt 1109 
Pro Gly Asp Ala Phe Leu Pro ser ser Ser Gin Thr Leu Pro Gly ser 
270 275 280 

gea gat gtq ttt gqc tet atg tet ttc gqc act get get gta ecc tea 1157 
Ala Asp val Phe Gly ser Met ser Phe Gly Thr Ala Ala val Pro ser 
285 290 295 

gqt tat gte get atg gqc gee gte etc cca tec ttc tgg gqc cag cag 1205 
Gly Tyr Val Ala Met Gly Ala val Leu Pro Ser Phe Trp Gly Gin Gin 
300 305 310 

ecc ett gtt eaa cag cag ate gee atg gqt get cag cca ecc gte get 12 53 
Pro Leu val Gin Gin Gin lie Ala Met Gly Ala Gin Pro Pro val Ala 
315 320 325 330 



cag gtq ata cca gqa get cag ecc ate gea tgg gqc cag cca gqt etc 
Gin val lie Pro Gly Ala Gin Pro lie Ala Trp Gly Gin Pro Gly Leu 
335 340 345 



1013 



1301 



ttt cct gee ace cag eaa gee tgg ecc act gtq gee gqg cag ttc ccg 1349 

Phe Pro Ala Thr Gin Gin Ala Trp Pro Thr val Ala Gly Gin Phe Pro 

350 355 360 

cca gcc gcc ttc atg ecc aca caa act gtt atg cct tta gea gee gee 1397 

Pro Ala Ala Phe Met Pro Thr Gin Thr Val Met Pro Leu Ala Ala Ala 

365 370 375 

atg ttc caa gqt ecc etc acc ecc ett gea acc gte cca gqc aeg aat 1445 

Met Phe Gin Gly Pro Leu Thr Pro Leu Ala Thr val Pro Gly Thr Asn 
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380 385 390 

gac tct gcc agg tea agt cca cag agt gac aag ccc agg cag aaa atg 1493 
Asp Ser Ala Arg ser ser Pro Gin ser Asp Lys Pro Arg Gin Lys Met 
395 400 405 410 



gqg aag gag tct ttc aag gat ttc cag atg gtc cag cct cca ccc gta 
Gly Lys Glu ser Phe Lys Asp Phe Gin Met val Gin Pro Pro Pro val 
415 420 425 



tgt gat gac ttt gac ate tec caa ctg aac ttg acc cct gtg act tct 
Cys Asp Asp Phe Asp lie Ser Gin Leu Asn Leu Thr Pro val Thr Ser 



1541 



ccc tec egg aag cct gac cag ccc tec ctg acc tgt acc tea gag gcc 1589 

pro ser Arg Lys Pro Asp Gin Pro Ser Leu Thr Cys Thr Ser Glu Ala 
430 435 440 

ttc tec agt tac ttc aac aaa gtc gqg gtg gea cag gat aca gac gac 1637 

Phe ser Ser Tyr Phe Asn Lys Val Gly val Ala Gin Asp Thr Asp Asp 

445 450 455 



1685 



1925 



ace aca cea tct acc aac tea cct cca acc cca gee cct agg cag age 1733 
Thr Thr Pro Ser Thr Asn Ser Pro Pro Thr Pro Ala Pro Arg Gin Ser 
475 480 485 490 

tct cca tec aaa tea tea gea tec cac gtc agt gac ccg ace gea gat 1781 
Ser Pro Ser Lys Ser Ser Ala Ser His val Ser Asp Pro Thr Ala Asp 
495 500 505 

gac ate ttc gaa gaa gqe ttt gaa agt ccc age aaa agt gaa gaa caa 1829 
Asp lie Phe Glu Glu Gly Phe Glu Ser Pro ser Lys ser Glu Glu Gin 
510 515 520 

gaa gea cct gat gqa tea cag gcc tee tee acc agt gat cca ttt gqg 1877 
Glu Ala Pro Asp Gly Ser Gin Ala Ser ser Thr Ser Asp Pro Phe Gly 
525 530 535 

gag ccc agt gqt gag ccc agt gqt gat aat ata agt cea caa gac gqt 
Glu Pro ser Gly Glu Pro ser Gly Asp Asn lie Ser Pro Gin Asp Gly 
540 545 550 

age tag atagcgeagg tetgggagee agagcetcte tatgcgaaaa teaacagace 1981 

ser 

555 

taagaaatag catcaatgeg agctcatggt gggtgettca eggatggcat gggaatctge 2041 

agtacaacag getctcttgg getctcaect cacttcatcc eacagaaaaa etcacagteg 2101 

cceagtgaaa ccaectgaag aaggaacaac atggtttttg geaaccaatg gcagatacet 2161 

atggcagcac aaaacaaaaa acaaacaaaa caaaaeacaa caacccacaa aagtacttaa 2221 

aaaaaaaaaa 2231 

<210> 3 
<211> 555 
<212> PRT 



Page 4 



1453A-40-l.ST25.txt 

<213> Mus dunrii 



<400> 3 

Met ser Thr Glu Thr gIu Leu Gin val Ala val Lys Thr ser Ala Lys 
15 10 15 

Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg ser Glu Ala Thr Leu lie 
20 25 30 

Lys Arg Phe Lys Gly Glu Gly Val Arg Tyr Lys Ala Lys Leu lie Gly 
35 40 45 

lie Asp Glu val Ser Ala Ala Arg Gly Asp Lys Leu Cys Gin Asp Ser 
50 55 60 

Met Met Lys Leu Lys Gly val val Ala Gly Ala Ara Ser Lvs Gly Glu 
65 70 75 " 80 

His Lys Gin Lys lie Phe Leu Thr lie ser Phe Gly Gly lie Lys lie 
85 90 95 

Phe Asp Glu Lys Thr Gly Ala Leu Gin His His His Ala val His Glu 
100 105 110 

lie Ser Tyr lie Ala Lys Asp lie Thr Asp His Arg Ala Phe Gly Tyr 
115 120 125 

val Cys Gly Lys Glu Gly Asn His Arg Phe val Ala lie Lys Thr Ala 
130 135 140 

Gin Ala Ala Glu Pro Val lie Leu Asp Leu Arg Asp Leu Phe Gin Leu 
145 150 155 160 

lie Tyr Glu Leu Lys Gin Arg Glu Glu Leu Glu Lys Lys Ala Gin Lys 
165 170 175 

Asp Lys Gin Cys Glu Gin Ala val Tyr Gin Thr lie Leu Glu Glu Asp 
180 185 190 

val Glu Asp Pro val Tyr Gin Tyr lie Val Phe Glu Ala Gly His Glu 
195 200 205 

Pro lie Arg Asp Pro Glu Thr Glu Glu Asn lie Tyr Gin Val Pro Thr 
210 215 220 

Ser Gin Lys Lys Glu Gly val Tyr Asp val Pro Lys Ser Gin Pro val 
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225 * 230 235 240 

sen Ala val Thr Gin Leu Glu Leu Phe Gly Asp Met Ser Thr Pro Pro 
245 250 255 

Asp lie Thr ser Pro Pro Thr Pro Ala Thr Pro Gly Asp Ala Phe Leu 
260 265 270 

Pro ser Ser ser Gin Thr Leu Pro Gly Ser Ala Asp Val Phe Gly Ser 
275 280 285 

Met ser Phe Gly Thr Ala Ala val Pro Ser Gly Tyr Val Ala Met Gly 
290 295 300 

Ala val Leu Pro Ser Phe Trp Gly Gin Gin Pro Leu val Gin Gin Gin 
305 310 315 320 

lie Ala Met Gly Ala Gin Pro Pro val Ala Gin val lie Pro Gly Ala 
325 330 335 

Gin Pro lie Ala Trp Gly Gin Pro Gly Leu Phe Pro Ala Thr Gin Gin 
340 345 350 

Ala Trp Pro Thr val Ala Gly Gin Phe Pro Pro Ala Ala Phe Met Pro 
355 360 365 

Thr Gin Thr Val Met Pro Leu Ala Ala Ala Met Phe Gin Gly Pro Leu 
370 375 380 

Thr Pro Leu Ala Thr Val Pro Gly Thr Asn Asp Ser Ala Arg Ser Ser 
385 390 395 400 

Pro Gin Ser Asp Lys Pro Arg Gin Lys Met Gly Lys Glu Ser Phe Lys 
405 410 415 

Asp Phe Gin Met val Gin Pro Pro Pro val Pro Ser Arg Lys Pro Asp 
420 425 430 

Gin Pro Ser Leu Thr Cys Thr Ser Glu Ala Phe Ser Ser Tyr Phe Asn 
435 440 445 

Lys val Gly val Ala Gin Asp Thr Asp Asp Cys Asp Asp Phe Asp lie 
450 455 460 

Ser Gin Leu Asn Leu Thr pro Val Thr Ser Thr Thr Pro Ser Thr Asn 
465 470 475 480 
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Ser Pro Pro Thr Pro Ala Pro Arg Gin Ser Ser Pro Ser Lys Ser Ser 
485 490 495 



Ala Ser His val Ser Asp Pro Thr Ala Asp Asp lie Phe Glu Glu Gly 
500 505 510 

Phe Glu Ser Pro Ser Lys' Ser Glu Glu Gin Glu Ala Pro Asp Gly Ser 
515 520 525 

Gin Ala Ser Ser Thr Ser Asp Pro Phe Gly Glu Pro Ser Gly Glu Pro 
530 535 540 

Ser Gly Asp Asn lie Ser Pro Gin Asp Gly Ser 
545 550 555 

<210> 4 

<211> 2663 

<212> DNA 

<213> Mus dunni 



<220> 

<221> CDS 

<222> (264) . . (917) 

<223> 



<400> 4 

cccagctcgg cgctcacccg ggcttccccg ggctggagag cgcgtttgag tgcggccgcc 60 

cgcagggcat ggagagccgt gtcccgggcg gctgcggcag ccaaggagga tgctccgggg 120 

gagccgagca ctccgccaga gtgaatgaca tgcacggtgt tgggtgtcct ttctgaaggg 180 

aggagccttt ctcttggaga ggatcctcga tgagcctggc cgaggcccgg ggtctgtgtg 240 

aagaggacta aggattaagt agg atg tea act gag aca gaa ctt caa gta get 293 

Met Ser Thr Glu Thr Glu Leu Gin Val Ala 
15 10 

gtq aaa acc age gee aag aaa gac tec agg aag aaa ggt cag gat cgc 341 
Val Lys Thr Ser Ala Lys Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg 
15 20 25 

age gaa gee act ttg ata aag agg ttt aaa gqc gaa gqg gtc egg tac 389 
Ser Glu Ala Thr Leu lie Lys Arg Phe Lys Gly Glu Gly val Arg Tyr 
30 35 40 

aaa gee aag ctg att gqg att gat gaa gtq tec gca get egg gqa gac 437 
Lys Ala Lys Leu lie Gly lie Asp Glu val Ser Ala Ala Arg Gly Asp 
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45 50 55 

aag tta tgt caa gat tec atg atg aag etc aag gqt gtt gtt get gqc 485 

Lys Leu Cys Gin Asp Ser Met Met Lys Leu Lys Gly val val Ala Gly 
60 65 70 

gca cgt tec aag gqa gaa cae aaa eag aaa ate ttt tta ace ate tee 533 

Ala Arg ser Lys Gly Glu His Lys Gin Lys lie Phe Leu Thr lie Ser 
75 80 85 90 

ttt gqa gqa ate aaa ate ttt gat gag aag acg gqg gee ett eag eat 581 

Phe Gly Gly lie Lys lie Phe Asp Glu Lys Thr Gly Ala Leu Gin His 
95 100 105 

cae cat get gtt eat gaa att tec tac att gcg aag gae ate aea gat 629 

His His Ala val His Glu lie Ser Tyr lie Ala Lys Asp lie Thr Asp 

110 115 120 

eat egg get tte gqa tac gtt tgc gqg aag gaa gqg aat cae aga ttt 677 

His Arg Ala Phe Gly Tyr val Cys Gly Lys Glu Gly Asn His Arg Phe 
125 130 135 

gtq gcc ate aaa aca gcc cag gcg get gaa cct gtt ate ctg gae ttg 725 

val Ala lie Lys Thr Ala Gin Ala Ala Glu Pro val lie Leu Asp Leu 
140 145 150 

aga gat etc ttt caa etc ate tat gag ctg aag caa aga gaa gaa ttg 773 

Arg Asp Leu Phe Gin Leu lie Tyr Glu Leu Lys Gin Arg Glu Glu Leu 
155 160 165 170 

gaa aaa aag gca caa aag gat aag eag tgt gaa caa get gtq tac eag 821 

Glu Lys Lys Ala Gin Lys Asp Lys Gin Cys Glu Gin Ala Val Tyr Gin 
175 180 185 

ace att ttg gaa gag gat gtq gaa gat ecc gtq tac eag tac att gtq 869 

Thr lie Leu Glu Glu Asp val Glu Asp Pro val Tyr Gin Tyr lie val 

190 195 200 



ttt gag get gqa cat gag eca ate cgt gat cct gaa aea gaa gag aae 917 
Phe Glu Ala Gly His Glu Pro lie Arg Asp Pro Glu Thr Glu Glu Asn 
205 210 215 



atttaeeagg 


ttcccaccag 


ceaaaagaag 


gaaggtgttt 


atgatgtgce 


aaaaagtcaa 


977 


eetgtaagtt 


caettgttea 


aageeeagea 


geagagagag 


eagaggeaga 


gtctegaace 


1037 


ggcccagctg 


agcetggctc 


aatectccgt 


cetttagggt 


agatttacca 


ggtteeeaec 


1097 


agecaaaaga 


aggaaggtgt 


ttatgatgtg 


ceaaaaagtc 


aaeetgtaag 


tteaettgtt 


1157 


caaageccag 


eageagagag 


ageagaggea 


gagtetcgaa 


ecggcccagc 


tgagcctggc 


1217 


teaatcctcc 


gtcctttagg 


gtagceagga 


gtgagtcctg 


aaaccattct 


tgaggaattt 


1277 


atecatctae 


ceatcaagea 


tttatcgtte 


atetattcca 


eggagattgt 


tgaatggctc 


1337 


ctgtgtgtca 


ggcactgtgg 


taaagaeagg 


aggettacaa 


gtcagcecac 


gttcettett 


1397 


aaageeaggt 


eteettecat 


ggctgtgaee 


caattagaac 


tttttggaga 


catgtccace 


1457 


cetcctgata 


taacetetee 


cectactcet 


geaaccccag 


gtgatgeett 


tetccegteg 


1517 


tegtcccaga 


egettceggg 


gagtgeagat 


gtgtttgget 
Page 


etatgtettt 
8 


eggeactget 


1577 
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gctgtaccct 


caggttatgt 


cqctatqqqc 


qccqtcctcc 


catccttctg 


gggccagcag 


1637 


ccccttgttc 


aacagcagat 


cqccatqqqt 


gctcagccac 


ccqtcgctca 


ggtgatacca 


1697 


ggagctcagc 


ccatcgcatg 


qqqccaqcca 


ggtctctttc 


ctgccaccca 


gcaagcctgg 


1757 


cccactataa 


ccgggcagtt 


cccgccagcc 


gccttcatgc 


ccacacaaac 


tgttatgcct 


1817 


ttagcagccg 


ccatgttcca 


aggtcccctc 


accccccttg 


caaccgtccc 


aggcacgaat 


1877 


gactctgcca 


ggtcaagtcc 


acagagtgac 


aagcccaggc 


agaaaatggg 


qaaqqaqtct 


1937 




tccaaatiaal: 


ccagcctcca 


cccgtaccct 


cccggaagcc 


tgaccagccc 


1997 


tccctaacct 


gtacctcaga 


ggccttctcc 


agttacttca 


acaaagtcgg 


qqtqqcacaq 


2057 




actataa'taa 


ctttgacatc 


tcccaactga 


acttgacccc 


tgtgacttct 


2117 


accacaccat 


ctaccaactc 


acctccaacc 


ccagccccta 


ggcagagctc 


tccatccaaa 


2177 


t:cal:caacat 


cccacgtcag 


tgacccgacc 


gcagatgaca 


tcttcgaaga 


aggctttgaa 


2237 


aatcccaaca 


aaagtgtaga 


acaagaagca 


cctgatggat 


cacaggcctc 


ctccaccagt 


2297 


aatccattta 

Up ^ ^ KA. ^ W ^ 


aaaaacccaa 


taataaaccc 


agtggtgata 


atataagtcc 


acaagacggt 


2357 


agctagatag 


cacaaatcta 


QQaaccaQaq 


cctctctatg 


cgaaaatcaa 


cagacctaag 


2417 








actticacaaa 


'toQca'taaaa 

^ ^4 ^ ^5 ^3 *3 


atctgcagta 


2477 


caacaggctc 


tcttgggctc 


tcacctcact 


tcatcccaca 


gaaaaactca 


cagtcgccca 


2537 


gtgaaaccac 


ctgaagaagg 


aacaacatgg 


tttttggcaa 


ccaatggcag 


atacctatgg 


2597 


cagcacaaaa 


caaaaaacaa 


acaaaacaaa 


acacaacaac 


ccacaaaagt 


acttaaaaaa 


2657 


aaaaaa 












2663 



<210> 5 

<211> 218 

<212> PRT 

<213> Mus dunni 

<400> 5 

Met Sen Thr Glu Thr Glu Leu Gin val Ala val Lys Thr Ser Ala Lys 
15 10 15 

Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg Ser Glu Ala Thr Leu lie 
20 25 30 

Lys Arg Phe Lys Gly Glu Gly val Arg Tyr Lys Ala Lys Leu lie Gly 
35 40 45 
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lie Asp Glu Val Ser Ala Ala Arg Gly Asp Lys Leu Cys Gin Asp Ser 
50 55 60 

Met Met Lys Leu Lys Gly val val Ala Gly Ala Arg Ser Lys Gly Glu 
65 70 75 80 

His Lys Gin Lys lie Phe Leu Thr lie Ser Phe Gly Gly lie Lys lie 
85 90 95 

Phe Asp Glu Lys Thr Gly Ala Leu Gin His His His Ala val His Glu 
100 105 110 

lie Ser Tyr lie Ala Lys Asp lie Thr Asp His Arg Ala Phe Gly Tyr 
115 120 125 

val Cys Gly Lys Glu Gly Asn His Arg Phe val Ala lie Lys Thr Ala 
130 135 140 

Gin Ala Ala Glu Pro val lie Leu Asp Leu Arg Asp Leu Phe Gin Leu 
145 150 155 160 

lie Tyr Glu Leu Lys Gin Arg Glu Glu Leu Glu Lys Lys Ala Gin Lys 
165 170 175 

Asp Lys Gin Cys Glu Gin Ala Val Tyr Gin Thr lie Leu Glu Glu Asp 
180 185 190 

val Glu Asp Pro val Tyr Gin Tyr lie val Phe Glu Ala Gly His Glu 
195 200 205 

Pro lie Arg Asp Pro Glu Thr Glu Glu Asn 
210 215 

<210> 6 

<211> 1126 

<212> DNA 

<213> Mus dunni 



<220> 

<221> CDS 

<222> (264) . . (917) 

<223> 
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<400> 6 

cccagctcgg cgctcacccg ggcttccccg ggctggagag cgcgtttgag tgcggccgcc 60 

cgcagggcat ggagagccgt gtcccgggcg gctgcggcag ccaaggagga tgctccgggg 120 

gagccgagca ctccgccaga gtgaatgaca tgcacggtgt tgggtgtcct ttctgaaggg 180 

aggagccttt ctcttggaga ggatcctcga tgagcctggc cgaggcccgg ggtctgtgtg 240 

aagaggacta aggattaagt agg atg tea act gag aca gaa ctt caa gta get 293 

Met Ser Thr Glu Thr Glu Leu Gin Val Ala 
15 10 

gtq aaa acc age gcc aag aaa gac tec agg aag aaa ggt cag gat egc 341 
val Lys Thr Ser Ala Lys Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg 
15 20 25 

age gaa gee act ttg ata aag agg ttt aaa gqc gaa gqg gtc egg tac 389 
ser Glu Ala Thr Leu lie Lys Arg Phe Lys Gly Glu Gly Val Arg Tyr 
30 35 40 

aaa gee aag etg att gqg att gat gaa gtq tee gea get egg gqa gae 437 
Lys Ala Lys Leu lie Gly lie Asp Glu val Ser Ala Ala Arg Gly Asp 
45 50 55 

aag tta tgt caa gat tee atg atg aag etc aag ggt gtt gtt get gqc 485 
Lys Leu cys Gin Asp ser Met Met Lys Leu Lys Gly val val Ala Gly 
60 65 70 

gea cgt tee aag gqa gaa eae aaa eag aaa ate ttt tta ace ate tec 533 
Ala Arg ser Lys Gly Glu His Lys Gin Lys lie Phe Leu Thr lie Ser 
75 80 85 90 

ttt gqa gqa ate aaa ate ttt gat gag aag aeg gqg gee ctt cag cat 581 
Phe Gly Gly lie Lys lie Phe Asp Glu Lys Thr Gly Ala Leu Gin His 
95 100 105 

cac eat get gtt eat gaa att tec tac att geg aag gac ate aca gat 629 
His His Ala Val His Glu lie Ser Tyr lie Ala Lys Asp lie Thr Asp 
110 115 120 

eat egg get tte gqa tac gtt tgc gqg aag gaa gqg aat cac aga ttt 677 
His Arg Ala Phe Gly Tyr val Cys Gly Lys Glu Gly Asn His Arg Phe 
125 130 135 

gtq gee ate aaa aca gcc cag geg get gaa ect gtt ate etg gae ttg 725 
Val Ala lie Lys Thr Ala Gin Ala Ala Glu Pro val lie Leu Asp Leu 
140 145 150 

aga gat etc ttt caa etc ate tat gag etg aag caa aga gaa gaa ttg 773 
Arg Asp Leu Phe Gin Leu lie Tyr Glu Leu Lys Gin Arg Glu Glu Leu 
155 160 165 170 

gaa aaa aag gea caa aag gat aag cag tgt gaa caa get gtq tac cag 821 
Glu Lys Lys Ala Gin Lys Asp Lys Gin Cys Glu Gin Ala val Tyr Gin 
175 180 185 

ace att ttg gaa gag gat gtq gaa gat cec gtq tac cag gta att tet 869 
Thr He Leu Glu Glu Asp val Glu Asp Pro val Tyr Gin val lie ser 
190 195 200 
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gaa cca cgt cag gqt ttt gca tgc age tgt gaa gqc tct ttt gac tga 
Glu Pro Arg Gin Gly Phe Ala Cys Ser Cys Glu Gly Ser Phe Asp 
205 210 215 



917 



aacttgagga ttctgttgaa cgcagaacct gcagaagaat taagatgatt tctgaaggcc 977 

agggttgcca gcctctgcag ggagagaatt tttccacact aagaagccag cagccgtgat 1037 

gggagatcta gaaatccact tccttcttcg tacccttgct tcagacccct ccccaatctg 1097 

gaaagtttta tcctagaaat aaatgtttt 1126 

<210> 7 

<211> 217 

<212> PRT 

<213> Mus dunni 



<400> 7 

Met Ser Thr Glu Thr Glu Leu Gin val Ala val Lys Thr ser Ala Lys 
15 10 15 

Lys Asp Ser Arg Lys Lys Gly Gin Asp Arg Ser Glu Ala Thr Leu lie 
20 25 30 

Lys Arg Phe Lys Gly Glu Gly val Arg Tyr Lys Ala Lys Leu lie Gly 
35 40 45 

lie Asp Glu Val ser Ala Ala Arg Gly Asp Lys Leu Cys Gin Asp Ser 
50 55 60 

Met Met Lys Leu Lys Gly val Val Ala Gly Ala Arg ser Lys Gly Glu 
65 70 75 80 

His Lys Gin Lys lie Phe Leu Thr lie Ser Phe Gly Gly lie Lys He 
85 90 95 

Phe Asp Glu Lys Thr Gly Ala Leu Gin His His His Ala val His Glu 
100 105 110 

lie Ser Tyr lie Ala Lys Asp lie Thr Asp His Arg Ala Phe Gly Tyr 
115 120 125 

val Cys Gly Lys Glu Gly Asn His Arg Phe val Ala lie Lys Thr Ala 
130 135 140 



Gin Ala Ala Glu Pro val lie Leu Asp Leu Arg Asp Leu Phe Gin Leu 
145 150 155 160 
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lie Tyr Glu Leu Lys Gin Arg Glu Glu Leu Glu Lys Lys Ala Gin Lys 
165 170 175 

Asp Lys Gin Cys Glu Gin Ala Val Tyr Gin Thr lie Leu Glu Glu Asp 
180 185 190 

val Glu Asp Pro val Tyr Gin val lie Ser Glu Pro Arg Gin Gly Phe 
195 200 205 

Ala Cys ser Cys Glu Gly Ser Phe Asp 
210 215 

<210> 8 

<211> 99 

<212> DNA 

^ <213> Mus dunni 



<220> 

<221> CDS 

<222> (1)..C99) 
<223> 



<400> 8 

aat age cag ccg ctg gag gat ttc gaa teg cgc ttt gcc gca gcc acg 48 

Asn Ser Gin Pro Leu Glu Asp Phe Glu Ser Arg Phe Ala Ala Ala Thr 
15 10 15 

ccg aac agg aac ctg tea atg gac ttt gat gag ctt etc gag gca acc 96 
Pro Asn Arg Asn Leu Ser Met Asp Phe Asp Glu Leu Leu Glu Ala Thr 
20 25 30 

aag 99 
Lys 



<210> 9 

<211> 33 

<212> PRT 

<213> Mus dunni 



<400> 9 
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Asn Ser Gin Pro Leu Glu Asp Phe Glu Ser Arg Phe Ala Ala Ala Thr 
15 10 15 

Pro Asn Arg Asn Leu ser Met Asp Phe Asp Glu Leu Leu Glu Ala Thr 
20 25 30 

Lys 

<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR amplification primer 
<400> 10 

cgcggatccc atcaccatgc tgttcatgaa 30 

<210> 11 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR amplification primer 

<400> 11 

cgcgaattcc gacgggagaa aggcatcac 29 

<210> 12 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR amplification primer 
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<400> 12 

cgcggatccg ccactttgat aaagaggt 

<210> 13 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR amplification primer 

<400> 13 

ccggaattcc acgggatctt ccacatc 

<210> 14 

<211> 20 

<212> PRT 

<213> Mus dunni 

<400> 14 

Cys Glu Leu Gin Val Ala Ala Ala 
1 5 

Ser Arg Lys Lys 
20 

<210> 15 
<211> 17 
<212> PRT 
<213> Mus dunni 

<400> 15 

Cys Gly Glu Pro Pro ser Gly Gly 
1 5 

Ser 
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val Lys Thr Ser Ala Lys Lys Asp 
10 15 



Asp Asn lie Ser Pro Gin Asp Gly 
10 15 



<210> 16 
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<211> 30 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR amplification primer 

<400> 16 

ctcggatcct catggggagc agcaagagca 30 

<210> 17 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR amplification primer 

<400> 17 

ctcatgcatc ctataggttc tctccagg 28 

<210> 18 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PGR amplification primer 

<400> 18 

cgcggatcca ggatgtcaac tgagaca 27 

<210> 19 

<211> 29 

<212> DNA 

<213> Mus abbotti 
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<400> 19 

cgcggatcct tcactgggcg actgtgagt 

<210> 20 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> PCR amplification primer 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<223> X = Any amino acid 

<400> 20 

val Tyr Gin xaa lie 
1 5 

<210> 21 

<211> 4 

<212> PRT 

<213> Mus dunni 

<400> 21 

Tyr Gin Tyr lie 
1 

<210> 22 

<211> 4 

<212> PRT 

<213> Mus dunni 



<400> 22 

Tyr lie Tyr Val 
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1 
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<210> 23 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide for site directed mutagenesis 

<400> 23 

cacaatgaac tggaagacgg gatcttccac 

<210> 24 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide P2 for PGR genotyping 

<400> 24 

gtcaggcttc ctaagtagaa ckgga 

<210> 25 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide P2 for PGR genotyping 
<400> 25 

ttccaggagc gaaatcactc aacc 

<210> 26 
<211> 25 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Oligonucleotide P3 for PGR genotyping 

<400> 26 

gggaaaagcg cctcccctac ccggt 

<210> 27 

<211> 14 

<212> PRT 

<213> Artificial Sequence 

<223> conserved PTB binding domain of APP, APLPl and APLP2 
<220> 

<221> MISC_FEATURE 

<222> (8). .(9) 

<223> X ^ Any amino acid 

<220> 

<221> MISC_FEATURE 

<222> (11).. (14) 

<223> X = Any amino acid 

<400> 27 

Gly Tyr Glu Asn Pro Thr Tyr xaa Xaa Glu xaa xaa xaa xaa 
1 5 10 

<210> 28 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



<220> 
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<223> NPXY motif of LDL receptor related protein 
<400> 28 

Asn Phe Thr Asn Pro Val Tyr 
1 5 

<210> 29 

<211> 7 

<212> PRT 

<213> NPXY motif of LDL receptor related protein 

<400> 29 

Asn Phe Asp Asn Pro val Tyr 
1 5 

<210> 30 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> NPXY motif in peptides derived from pl50 ship 

<400> 30 

Met Phe Glu Asn Pro Leu Tyr 
1 5 

<210> 31 
<211> 7 
<212> PRT 

<213> Artificial Secjuence 
<220> 

<223> NPXY motif in peptides derived from pl50 ship 
<400> 31 

Glu Met lie Asn Pro Asn Tyr 
1 5 

Page 20 



<210> 32 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> NPXY motif in peptides 

<400> 32 

Ala val Gly Asn Pro Glu Tyr 
1 5 

<210> 33 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> NPXY motif in peptides 

<400> 33 

lie lie Glu Asn Pro Gin Tyr 
1 5 

<210> 34 

<211> 7 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> NPXY motif in peptides 

<400> 34 

Ala Ser Ser Asn Pro Glu Tyr 
1 5 



1453A-40-l.ST25.txt 



derived from EGF receptor 



derived from TnKA 



derived from insulin receptor 
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